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Fig. 1. Molecular biological approach against fungal infection
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Table 1. Genome size and number of chromosomes in fungi 16-18)

Species Genome size (Mbp) Number of chromosomes
Candida albicans 16 8
Candida glabrata 13 13
Saccharomyces cerevisiae 12 16
Schizosaccharomyces pombe 13.8 3
Pneumocystis carinii 7.7-8 13-15
Cryptococcus neoformans 18-24 12-13
Aspergillus fumigatus 30 8
Aspergillus nidulans 28.5 8
Histoplasma capsulatum 23-25 7
Neurospora crassa 43 7
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Fig. 2. Molecular diagnosis of fungal infection based on the combination of specific DNA/RNA amplification

and DNA chip (Lab on chip)
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Molecular Methods as a Diagnostic Tool for Fungal Infections and Their Prospect
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The current status of molecular biological methods to control mycoses was described. New tools for
detecting of specific fungal DNA by reaction at a constant temperature with Loop-mediated isothermal
amplification of DNA (OLAMP, Eiken Chemical Co., Ltd.), and for strain typing by multilocus
sequence typing (MLST) will greatly aid in managing complex fungal infection.

ZOFHTIT, AT HAREEFEFDBED VORI TL 2 BT EMFOEE 2BV T
FERINZHDTTY.



